Angularly fused benzocoumarins, being iso-structural with a phenanthrene skeleton, are widespread in the plant kingdom. 1 5,6-Benzocoumarin derivatives have been reported to exhibit interesting photophysical 2 and potential antimicrobial properties. 3 Sulfonamides derived from 5,6-benzo-4-bromomethylcoumarin 4 have been reported from our laboratory. It has been observed that the crystal structures of 4-substituted coumarins are sensitive to the atom located on the allylic carbon in the pyran ring. 4-Aryloxymethylcoumarins are centrosymmetric and packed as head-tail dimers. 5 The corresponding 4arylaminomethylcoumarins are stabilized by intermolecular hydrogen bonding existing as parallel layers. 6 It is expected that the additional fused benzene ring can induce p-interactions, which can play an important role in stabilizing the solid state of this molecule.
The present compound, 5,6-benzo-4-[(4-methyl)phenoxymethyl]coumarin ( Fig. 1 ), is amongst a series of ethers synthesized to study their electrophilic substitution and antimicrobial activity.
All of the chemicals used were of analytical reagent grade, and were used directly without further purification. The compound 5,6-benzo-4-bromomethylcoumarin (I) was synthesized according to an already reported procedure involving Pechmann cyclization of 2-naphthol with 4bromoethylacetoacetate.
A mixture of 1.08 g of p-cresol (10 mmol) and 1.38 g of anhydrous potassium carbonate (10 mmol) was stirred for 30 min in dry acetone (30 mL). To this, 2.89 g of 5,6-benzo-4bromomethylcoumarin (I) (10 mmol) was added, and stirring was continued for 24 h (reaction monitored by TLC). After completion of the reaction, the resulting reaction mixture was poured into crushed ice. The separated solid was filtered and washed with 1:1 HCl (30 mL) and with cold water, dried and crystallized from a mixture of ethanol and ethyl acetate. A slow evaporation technique was used to grow crystals suitable for diffraction studies in a mixture of ethanol and ethyl acetate. A single crystal having dimensions of 0.46 ¥ 0.24 ¥ 0.14 mm was chosen for X-ray diffraction studies, and was mounted on glass fiber. X-ray diffraction intensity data were measured on a Bruker SMART APEX CCD diffractometer with graphitemonochromated Mo Ka (l = 0.71073 Å) in f and w scan modes at a temperature of 292(2)K. The structure was solved using SHELXS-97, and the model was refined by the full-matrix leastsquares method. 7 The hydrogen atoms were located on a difference map and included in the refinement. The non-hydrogen atoms were refined anisotropically, while the hydrogen atoms were fixed geometrically and refined isotropically. The crystal data and structure refinement are given in Table 1 . The selected bond lengths [Å], and bond angles [˚] are given in Table 2 and the hydrogen bonding geometry values are given in Table 3 . Figure  2 represents the ORTEP diagram and Fig. 3 represents the crystal packing, showing how the C-H·p and p ·p intermolecular interactions pack the molecules in the unit cell.
The X-ray crystal structure of the molecule reveals the molecule to be planar, and that the phenyl ring is in the plane of the coumarin moiety with a slight deviation of 3.55˚. The shortened O(3)-C(15) bond distance of 1.3827(16)Å, compared to the O(3)-C(14) distance of 1.4173(16)Å, shows that the p electron cloud is extended to the aryloxymethyl oxygen, O(3). The molecules are stabilized by weak C-H·O and C-H·p and p·p intermolecular interactions. The molecular packing is different compared with a head-to-tail C-H·O infinite molecular sheet observed in 4-aryloxymethylcoumarin. 5 There are two types of p·p stackings observed in this molecule, and each forms a dimer at the centre of inversion [Cg1·Cg4 (3.786(1)Å and Cg1·Cg3 (3.658(1)Å with symmetry code (-x, -y, 1-z) Cg1 = centroid of O2/C1/C2/C3/C4/C8/C9 and Cg3 = C4/C5/C10/ C11/C12/C13, Cg4 = C15/C16/C17/C18/C19/C20). Additional C-H·p intermolecular interactions lead to an infinite parallel chain with molecular stacking ( Fig. 3 and Table 3 ). 
